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Translation machinery

l ’"

e H f . . * o I
q'f %’, - ap. (,\ ﬁ: ‘ bes
E' ﬁgﬁ g -
] "’ c' f ¢ “‘¢~ €
iy : -:;,A'. " ‘s i o o ‘_. g o ‘
Sribosomes Growing _— Complete
reading same RNA polypeptide @7 polypeptide
sequentially chains

[initiator A 1 :';-

ﬂ:i.JG J.. i -:g:-
gLl

L i AR B

Slupcodon

———————————— Ribosome movement e \

Ribosome machinery assembles on initiation sites on mRNA and docks tRNA that

off-load and amino acids on a growing polypeptide chain



Totally Asymmetric Exclusion (TASEP)
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Totally asymmetric exclusion process on IV lattice sites & mRNA
translation



Totally Asymmetric Exclusion (TASEP)
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Uniform chain:




Totally Asymmetric Exclusion (TASEP)
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Totally Asymmetric Exclusion (TASEP)
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For N — oo, p; = 1,
J(a<1/2,6>a) = a(l —a)
J(B<1/2,a> ) — B(1-p5)
J(a,3>1/2) — 1/4






